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S2 figure. Mechanisms of inhibition studies not shown in Fig 3. The inhibition 

model used to globally fit the data is shown above each large graph. As in Fig 3, the 

Km,app and Vmax,app values obtained at each inhibitor concentration are shown in 

the small graphs and the lines in these graphs represent the predicted dependence 

of these parameters based on the Ki, a  and b  values obtained from the global data fit 

(reported in Table 4). For each MOI data set, the inhibitor and enzyme that were 

investigated can be seen in the X-axis of the small graph and the Y-axis of the large 

graph, respectively. Inhibitor concentrations in the legend of the large graph are in micromolar.  

Error bars in the small graphs represent the standard error of the fit obtained for Km,app and Vmax,app.
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